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Input Set : A:\2318-287-II.ST25.txt 
Output Set: N:\CRF3\01112002\J02 3224.raw 

■'.110- APPLICANT: Myriad Genetics, Inc. 

Cimbora, Daniel M. 

Heichman, Karen 

Barrel, Paul L. 
■:120 • TITLE OE INVENTION: Prote in - P rote in Interactions 
vl30 • FILE REFERENCE: 2318-287-11 

<140> CURRENT APPLICATION NUMBER: US/10/02 3 , 224 
<141> CURRENT FILING DATE: 2001-12-20 

150- PRIOR APPLICATION NUMBER: US 60/256,973 

151- PRIOR FILING DATE: 2000-12-21 
160^ NUMBER OF SEQ ID NOS : 4 

170 > SOFTWARE: Patentln version 3.0 

210 • SEQ ID NO: 1 

21.1- LENGTH: 4 0 

212- TYPE: DNA 
<213> ORGANISM: Artificial 
•:220 > FEATURE: 

-:223> OTHER INFORMATION: oligonucleotide primer 
-.:400 • SEQUENCE: 1 

gcaggaaaca gctatgacca tacagtcagc ggccgccacc 

■:jln^ SEQ ID NO: 2 

•:j11> LENGTH: 39 

•'. J .1. 2 . • TYPE: DNA 

<213> ORGANISM: Artificial 

<2 2 0> FEATURE: 

223> 'OTHER INFORMATION: oligonucleotide primer 

4()0> SEQUENCE: 2 
acqgocagtc gcgtggagtg ttatgtcatg cggccgcta 
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210. 
211 - 



121:. 



400: 



SEQ ID NO: 3 
LENGTH: 938 
12> TYPE: DNA 
13> 'ORGANISM: 
20: ■ FEATURE: 
NAME/KEY 
LOCATION 
SEQUENCE 



Homo sapiens 



CDS 
(3). 
3 



( 938 ) 



ag gat gcg ccc tgg cag tec egg aag aca cca gga aaa caa gca gga 
Asp Ala Pro Trp Gin Ser Arg Lys Thr Pro Gly Lys Gin Ala Gly 
15 10 15 

acc qt. a get agg act ggg gtg gec agg ccc agg aaa tec atq aag ggc 
Thr Val Ala Arg Thr Gly Val Ala Arg Pro Arg Lys Ser Met Lys Gly 

2 0 2 5 3 0 

aca qac age ggg tec tgc tgc cgc cgc cga tgc gac ttt ggc tgc tgc 
Thr Asp Ser Gly Ser Cys Cys Arg Arg Arg Cys Asp Phe Gly Cys Cys 

3 5 4 0 4 5 

tqt cgc gcg tec cgc egg get cac tac acg cct tac egg tec ggg gac 
Cys Arg Ala Ser Arg Arg Ala His Tyr Thr Pro Tyr Arg Ser Gly Asp 



47 
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191 
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VERIFICATION SUMMARY PATE: 0 i /l 1 /2'_'02 

PA I EN I APPLICAI I UN : US/10/02 3,2 24 TIME: 11 53:07 

Input. Set : A:\2318-287-II.ST25.txt 
Output Set : N:\CRF3\01112002\J02 3224 . raw 

L:12 C: Current Application Number differs. Replaced Current Application No 

L:12 M 2*71 C: Current Filing Date differs, Replaced Current Filing Date 

L:22 M.220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID» : 1 

L:34 M.220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID* : 2 
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